TGFb+MMP+ifn b Sequence 
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MetProProS erGlyLeuAr gLeuLeuPro LeuLeuLeuP roLeuLeuTr pLeuLeuVal 

OT3?mX^.G0Q0Cm^ CQQQQGCTA CATOGW3CIG 120 

LeuThrPraG ly^roProAl aAlaGlyLeu Ser'IhrCysL ysThrtleAs £*fetGluLeu 

AG03CAT03A O30CAT003C GGOCAGAIOC TCICCAft3CT GQGQCIOQCC 180 
ValLysArgL ysArglleGl uAlalleArg Gly31nIleL euSerLysLe uArgLeuAla 

AXXEOOOGA GOCAG9933A GOT3O09O0C O33AGQ0QGT GCTOQ00CIG 240 

SerProProS erGlnGlyGl uValProPro GlyProLeuP rcGluAlaVa ILeuAlaLeu 

WCMCPGCk (XXXZGPCOG O3TO30O33G G£G£GIQCAG AAOOQGftQOC CXSACXETCfiG 300 
TyrAsnSerT hrArgAspAr gVaJAlaGly GluSerAlaG luProGluPr oGluProGlu 

AO30CAAG3A CX7ICA0003C GTGCTMTOG TQGAAACCCA CAAOGAAATC 360 
AlaAspayrT yrAlaLysGl uVallhrArg ValLeuJfetV alGluThrHi sAsnGluIle 

TATCACAAGT TCASGCAGAG TACAOOGC ATATATA.1CT TCITO0€ ATC^GCIC 420 
TyrAspLysP ^LysGlnSe rlhrHisSer IleTyrWetP heFtieAsrflh rSerGluLeu 

OGAGA2G333 TAOCIGAAOC OGTCflTCCIC TCQOQGGCAG AGCTGOGTCT GCIGA3GAGG 480 
ArgGluAlaV alProGluPr oValLeuLeu SerArgAlaG luLeuArgLe uLeuArgArg 

CICAAGTEAA AAGTOGAGCA GCACGTOGAG CIGTACCAGA AATACAGCAA CAATICCIGG 540 
LeuLysLeuL ysValGlxiGl nHisValGlu LeuflyrGlnL ysiyrSerAs nAsnSerTrp 

OTaSOCTEA (XMOOQGCT GCIGCXKX3C AGOGACTQQC CftGAGlGGTT ATCTmGAT 600 
ArgfiyrLeuS erAsnArgLe uLeuAlaPro SerAspSerP roGluTcpLe uSerPheAsp 

^^CQGSftG TTCTQCGQCA GTGGTIGAGC GGTCGAGQQG AAATIGAQ3G CITIOGQCTT 660 
ValThrGlyV alValArgGl nTrpLeuSer ArgGlyGlyG luIleGluGl yPheArgLeu 

^OQOCXX^ QCIOCTOTGA CAGCAGGGAT AACACACIQC AA3TG3A3AT CAA0333TIC 720 
SerAlaHisC ysSerCysAs pSerArgAsp AsnThrLeuG InValAspIl eAsrGlyPhe 

^OCX3GCX: Q00GAGGK3A CXTOQCCAOC ATICATOQCA TGAAXG30C TITOCTQCTT 780 
™^to31yA rgArgGlyAs pLeuAlalhr IleHisGlyM etAsnArgPr oPheLeuLeu 

CTC^OCA O0O0GCTOGA GAGQQCXXM CATC1GCAAA GC3GAAITCQ3 <fo*33OTA} 840 
LeuMetAlaT hrProLeuGl uArgAlaGln HisLeuGlnS erGluEteSl ySTyGl^ly 

lyi^fltpAl a<?l^GJFs^AlaAlaA lalleAsrfiy rLysGliiLai 

960 

GlnI^Gta5 luArtflhrAs nlleArglys CysGteluL euLeuGluGl nLeuAsrtSly 
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10 20 30 40 50 60 

123456789 0 1234567890 1234567890 1234567890 1234567890 1234567890 
AAGATCAAQC GGCGGPCTTC AAGATQCXTA TOGASATGftC QGflSAftGATG 1020 



LysIleAsnL euShrTyrAr gAlaAspPhe LysIlePnoM etGluMetflh rGluLysMet 

CAGAAGfiGTT ACflCIQOCTT TOXATOCftA GAGATQCIOC A3AATCTCIT TCITCICTIC 1080 
GlnLysSerT yxlhrAlaPh eAlalleGln GlulfetLeuG lnAsnValHi eLeuValPhe 

AGAA2CMTT TCIOCAGCAC TOQGTOGAAT GAGftCTATIG TOTMGTCT OOIGGATCAA 1140 
ArgAsnAsnP heSerSerTh rGlyTrpAsn GluThrlleV alValArgLe uLeuAspGlu 

CIOCAOCAGC AG2CAGTCIT OCTGASGSCA GTNJTPGPGG AAA?OMGA C3GAAM5VTIG 1200 
LeuHisGLnG liTIhrValPh eLeuLysOhr ValLeuGluS luLysGlrGl iX5luArgLeu 

AOGTOQGftGA TCTOCTCMC TOCTCIOCAC TIGAAGPGCT AmCIQSAG 1260 
It^TrpGluM etSerSerTh rAlaLeuHis LeuLysSerT yrTyrTrpAr gValGlnArg 

O TftOCTIAAAC TCATCA^GTA CAACAQCTAC QOCIGGAOGG TQGTIOOGAGC ASftGATCTIC 1320 

r|| Ty^LeuLysL eiiMstLy^iy rAsnSexTyr AlaTrpMatV alValArgAl aGluIlePhe 



AGGAACTTTC TCATCATICG AAG?£TEAQC PGPJ&CTTCC AAAW^IGAIC U^3?VX 1376 
^ ArgAsnHieL eullelleAr gArgLeuThr ArgAsnPheS InAsn. . .Se rArg 



ifn+MMP+TGFb Sequence 
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1334567890 1234567890 1234567890 j^34567890 1234567890 1234567890 

60 

MetAsnAsnA rgTrpIIeLe uHisAiaAla PheLeuLeuC ysEteSerth r'fhrAlaLeu 

TCCATCAACT ATAAGCAGCT CCAXTOCAA GAA2GGACGA ACATIOQGAA ATGICA9GA3 120 
SerlleAsnT yrLysGlnLe uGlnLeuGln GluArcflhrA snlleArgLy sCysGLnGlu 

CKXTOGAGC MCIGAATOG AAA3AICAA2 CIC^OCTACA O3G03G^dT CAA3ATO0CT 180 
LeuLeuGluG' InLeuAsnGl yLysIleAsn LeulhrTyrA rgAlaAspPh eLysIlePro 

AT3GAGATGA QQGAGAaGfitT GC^GAAGfOT TACPCTQOCT TIGOCATCCA AfflSKTOCTC 240 
MebGluTfetT hrGluLysrtfe tGlnLysSer TyrThrAlaP heAlalleGl nGlutetLeu 

CAGAATCICT TICITCICIT CAGAAACAAT TICIOCftGCA CTOXTOGAA toGA^TT 300 
GlnAsnValP heLeuValRi eArgAsnAsn FheSerSeiT hrGlyTrpAs nGluThrlle 

GITCTAOGTC TCCIQGATGA ACTCCAOCftG CAGACAGIGT TTCIGA^GAC MZIPCTPGPG 360 
ValValArgL euLeuAspGl uLeuHisGln GliflhrValP heLeuLysTh rValLeuGlu 

GAAAAGCAAG AGGAASGATT GAOGIGQGftG ATOICCICAA CIGCICIOCA CTIGAA3ACC 420 
GluLysGlxG luGluArgLe \jflhrTrpGlu MetSerSerT hrAlaLeuHi sLeuLysSer 

TATTACT3GA GGGIGCAAAG GTAOOITAAA CTCA3GAA3T ACAfiCAQCTA 0Q0CIQGA2G 480 
TyrTyxTrpA rgValGlnAr gTVrLeuLys LeuMstLysT yrAsnSeriy rAlaltptfet 

GT3GTCCGAG CAGAGATCTT C^GGAACTTT CTCAICATIC GftASACITftC CSGMACTIC 540 
ValValArgA laGluIleHi eArgAsnEte LeuIlelleA rgArgLeuTh rArgAsnFhe 

CAAAAOGAAT TCt3Q3GGAGG CH frTCCTCG O OGGGCnT (BXDX^ffi Q3XTEzkcG 600 
GlnAsrGluP heGlyGlyGl yGlySerPro LeuGlyLeuT rp?CLaGl;yGl yGlySerAla 

- GOOGCACTAT CCACCIGCAA GAGTATOGAC ATOGAGCIGG TGAAXGGAA GOQCAIOGAG 660 
AlaAlaLeuS erlhxCysLy sThrlleAsp MetGluLeuV alLysArgLy sArglleGlu 

GCCATC03QG GCC^GATCCT GICCAAGCTG OGGCIOGCCA G000000G&G CCftG39GGFG 720 
AlalleArgG lyGlnlleLe uSerLysLeu ArgLeuAlaS erProProSe rGlnGlyGlu 

C3TOO0QOO0G GGC0GCT3QC OGftGQOOGIG CKX300CTCT ACAACAGCftC OO30GA0033 780 
ValProPrcG lyPcoLeuPr oGluAlaVal LeuAlaLeuT yxAsnSer'Ih rArgAspArg 

GT3G00QGQG AGfiGIQCAGA AGQQGAGQQC GAGOCTGBGG CXXaCERCEA OQOCAAG3AG 840 
ValAlaGlyG luSerAlaGl uPrtGluPro GluProGluA laAspnycTy rAlatysGlu 

GTCACCXGCG TCCEAA3GGT GGAAACCCSC AADC^AATCT A3GACAA3TT C^A3C?G^GT 900 
ValTbrArc^ .alLeutfetVa lGlvflhrHis AsnGluIl^T yrAspLysEh eLysGLaSer 

ACACACAGCA TAIMATOTT OTCAACftCA TCA3AGCT0C (5V3AAG0QGT AOCKS^OOC 960 
IhrHisSerl leTydyfetHi eEheAsnThr SerGluLeuA rgGluAlaVa lProGluBro 
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GTCITQCICT CXXX3QGCAGA GCIQC3GTCTG CIGAGGAGQC TOGmAA AGTOGAGCAG 1020 
ValLeuLeuS erArgAlaGl uLeuArgLeu LeuArgArgL euLysLeuLy sValGluGln 

CJOGTQGAGC TCEftOCSGAA ATRCftGCAAC AATICCIQQC Gft^CTCftG CAA00QQCK3 1080 
HisValGluL euiyrGlnLy sTyrSerAsn AsnSerTrpA rgTyrLeuSe rAsnArgLeu 

CIQQCftOOCA GO3ACIO30C AGRGlOSi'lA TCTITIGA1G raOOQSfiGT TCIQOGQCftG 1140 
LeuAlartoS erAspSerPr oGluTrpLeu SerFheAspV allhrGlyVa iValArgGln 

TOGOTCaGOC GIQGMQCX3A AAITC^GC33C TITOXXHm' QOXXXSCTC CKXTCIG?C - 1200 
TrpLeuSerA rgGlyGlyGl uHeGluGly FheAr^euS erAlaHisCy sSerCysAsp 

PQCPGGGPXh PCPC2CTQCA MIQGACATC AAOQQCTICA CTftOOOGOOG (XGAGGT3AC 1260 
SerArgAspA snlhrLeuGl nValAspIle AsnGlyHi^T hrtbrGlyAr gArgGlyAsp 

CTOQOCAOCA TICATO3CAT GAAO0QQ0CT TIOCTOCTIC TCATGQOCAC OQOQCTOGfiG 1320 
LeuAlalhrl leHisGlylte tAsnArgPro EheLeuLeuL euMetAlaTh rProLeuGlu 

MQQOCCAQC ATCIQCAAAG CtgalCmSA CC 1359 
ArgAlaGlnH isLeuGlnSe r. . .SerArg 



1 20 | j CO 60 

Hu TGF-0 1 WPSCLRLLPLLLPUWltV-LTPGPPAACLSlCKTlOHECYtRKRIEAIRGOILSKtRLASPPSQCE-VP-PGP 

Hu TGF-0 2 HHYCVl SAFLILH IVTVAL SLSlCSTLDMDQFHfiKR f EA1RGQILSKIKLTSPP- - -EDYPEPEE 

Hu IGF-/? 3 HKHHIQRAlWlALLNf A1VSL SISTCl TlOf GKIICICICRVEAIRCQiLSKLRUSPP-- EPTV-MIH 

Ck IGF'fi 4 - 

Fg IGF-/J 5 MEV- lWKLLVLLV-LHLSSLAMSlSTC)CAV0KE£VRKRRl€AlRGOILSKLIClDKtP0VDS*€K-MTV 

♦ 4 4 4 4 4 44i44444444 4 4 

eo ioo 120 

: Hu rCf-0 1 IPEAVLAIYHSTRORVACESAEPE-PEP EADYYAKEVI RVIHV E T HKE 1 YDKFKQST MS I YHF F 

HU 1GF-0 2 VPPEV!SIYWSTROLL"OE>CASR-RAAACERERS0E£YYAlCEVYK10HPPFFPS-EHAIPPTf YRPY'fRIVRf 

Hu TGF-0 3 VPYOVLALYMSfRELt-'EEHGER-KEEGCIOEHlESETTAItElHICFOrtl QGlAE-HJfELAVCPKGIT-SKVFRF 

Ck TGF-0 4 K-OPHSIGPK--SCG - — GSPU-RPP-GTAPWSIG-SR- -RA 

f9 5 PSEAtF-LYMSTlE-VtREKAIRE"EEEHVGH0OH|00YYAKQVYRF-^**ESITELE0HEFKFlC f 

4444 +♦♦♦> 

140 160 ISO 

Hu TGF-/J 1 JITSEI RE-AVPEPVtLS-RAELRURLICL" : --KV-EOHVEUYQ KYSNKSURYLSHRUAPSOSPE 

Hu TCF-0 2 DVSA ME KHASML V- KA£ FRVf RIGHPK - ARVPEQR I EL YQ I IJCSKDl I SP TORY I OSKWKT RAEGE 

Ku TCF-/I 3 gVSS VEJCKj^NLF-RAEFRVlRVPHPS-SKRHEQRIELfQILRP-OEKlAKQRYICGKHLPTRGTAE 

Ck TCF-0 4 TASSSCSTSSRVRAEVCGRAILHRAEIRHLROKAAADSAGTEORLELYQGYG HASURYtHGRSVRATAOOE 

Fg TCF-J& 5 HASKV REHVGKM-SLLH-HAELRMYlC-rQIO- -KWMOORMElFU -aOEHGTTKSRYLESKY I TPVIOOE 

♦ *■ 4 ♦ *♦ ♦ 

200 ' 220 240 

Hu TCF-0 1 VLSFOVTGWRQUtSRGGElECFRLSAHCSg OSRONTtQVOIN-GFTTGR RGuUTI 

Hu TGF-/3 2 UlSrOVTOAVHEUlHHKDRNLGFKI SlHCP(jfcTF VPSNN Y 1 1 PNJC5ECLEARFA-G I OG F SI YI SGOOKT I KSYRK 
HU TGF-jJ 3 WLSF0VT0TmULtRR£5NLGLEISJHCfM:HrF0P-KGOILEN!HEVM£UFi:*CVOKED0HCRG0lGRllC---K 

Ck TGF-jJ 4 WtSFOVTOAVHOWlSGSetlGVfKlSVHcVaKCPC-HADEHR I SIEGFEOQ- • RGDMOS ! A--K 

fg TGF-0 5 VMSf DVrKTVNEWLICRAEENEQFGLQPAQCQg- - — PTPQAKD tDIECFPAL-RGOlASL-SSK 

* 4-4*44 4 44 * * 

260 4 280 300 

Hu TGF-0 1 ----HGMNRPFLllKATPLERA-OK* -IQSS-- -RHRRALDTNYCFSST — EKNCCVROIYIDFRKDIGUKWIHEP 
Hu TCF-0 2 ICWSGICT-»*PHLLLHLlPSYRL-ESO"--OrMRRlC»CRAlOAAYCFRNV"ODMCCtRPLYIDFKROLGUKUlHEP 
Hu TGF-J? 3 OKONM*-N*PHL ILKMIPPKRL-ONPGOCGQ — RKKRAtOTNYCf RMI — EENCCVRPIYIOFROOLGWKWVHEP 
Ck TGF*0 4 •KKRR"V»PYVtAKALPA£RAN£*--LHSA---RRRROl0T0YCFGPGT0EICNCCVRPUlDFRKDLOUKUIHEP 
Fg TGF-0 5 EHT KPYL--HIYSHPAERIDTVT SS — RKKRGVGQEYCFGNK--GPHCCVKPLYIHFRKOIGUICUIHEP 

4 4 4 4 4*4 4** 4 444 4 44.444 4*4 

320 340 360 380 390 

Hu TGF-/J 1 KGYHAHFCLGPCPYIWSL0T0YSKVLALYK0HHPGASAAPCCVP0ALEPIPIVYYVGRKPKVEQISKH1 VRSCKCS 
HU TGF-0 2 KGYHAKfCAGACPYLUSSOrQHSRVLStYKTINPEASASPCCVSOOLEPLTlLYYIGKIPKlEQLSHHtNftCSCKCS 
Ku TGF-0 3 KGYYANFCSGPCPYLRSAOTTHSlVlGLYHTLNPEASASPCCVPOOlEPt IlLYYVGRIPKVEOtSHMVYKSCKCS 
Ck IGF-/J 4 KGYHAKFCHGPCPYIWSAOTOYIIIVLAIYNONNPGASAAPCCW^ 

fg TGF-0 5 KCYEANYClCKCPYIWSWT0YSmSLY«QHMPGASlSPCCV>^VtEPLPMYYVGR[AKV£0tSHI1VVRSC«CS 

444 44 * 4-. *44 4 44 44 44* 44- ♦ *»4 4- 44 4- 44 4 »44M« 4 * *4 
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Protein . ■ Sequence Reference 



MMM/MMP-8 

Human type I collagen Ala-Pro-CIn-Glyrfj-IlcTTs-AIa-CIy-Gln 30 

Human type I collagen («2) Gly-Pro-Gln-Gly 7 73~Leu 7 7 A -Leu-Gly-A]a 80 

Human type II collagen Gly-Pro-GIn-Glyrri^Leune-Aia-Gly-GIn go 

Human type III collagen Gly-Pro-Leu-GlyTijM^-AIa-Gly-Uc 80 

Haman a r macroglobultn Gly-Pro-Glu-Gly 6n "-Leu 6W -Arg-Val-Gly 84 

Rat a r macroglobulm Ata-AtaTyr-His^^Uu^rVai-Ser-Gln 84 

Rat a r niacn)gIobulin Mct-Asp-Ala-Phewi— LetUw-GIu-Ser-Ser 84 

Rat a,-macrogIobulin Glu-Pro-GIn-Ala^— Leu^-Ala-Met-Ser 84 

Rat armacroglobulin Gln-Ala^^-Ala^s^Met^-Ser-Ala-Ue 84 

Chicken ovostatin Pro-Ser-Tyr-Phe 67 3— Leu 674 -Asn-Ala-Gly 79 

Human pregnancy zone protein Tyr<ilu-Ala-^IyM5^l£u^^ly-Val-Val 84 

Human pregnancy zone protein Ala<}ly~Leu^W W T^VaWVal-Olu-Arg 84 

Human pregnancy zone protein Ala-GIy-Leu-Gly7S7—Hc758-Scr-Ser-Thr 84 

a r Protease inhibitor Gty-Ala-Mct-Phejs2^l^3srGJu-Ala-Ile 85 

Human aggrecan lle-Pro-GIu^n^t-^PhejarPbe-Gly-Val 86 

Human aggrecan Thr-Glu-Gty-Glu^j^AlajT^Arg-Gly-Scr 86 

Human cartilage link Arg-Ala-Ue4rts l6 Mle ir Gln-Ala-Glu 87 

Human insulin-like growth factor Lcu*Arg-Aia-Tyr w ^Uu IO(r Leu-Pro-Ala 88 
binding protein-3 
S MMP-2 

Guinea pig a\(l) gelatin Gly-Ala-Hyp-Gly, 47 -Leu5«<}lx-Gly-His 24 

Si Rat al(l) gelatin Giy-Pro-Gln-Gly IW) -yal l9r Arg-Gly-Glu 30 

\f. Rat a gelatin Gly-Pro-AIa-Glym^ValjjrGln-Giy-Pro 30 

J£j Rat a I (I) gelatin Gly-ProSer-GJyjoi^LeujorHyp-GIy-Pro 30 

^ J Rat al(l) gelatin Gly-Pro-Ata^Jy^-GlujjrArg-Gly^Ser 30 

fU Rat a \ (I) gelatin Gly-Ala-Lys-G!y J6 , ~Leuj«-Tbr-Giy-Scr 30 

fy Rat a I (I) gelatin Gly-Pro-Ala-Gty M2 -Glnj, r Asp-Gly-Pro 30 

h| Rat a 1(1) gelatin Gly-Pro-Ala-GlytM^Pheiw-Ala-Gly-Pro 30 

Rata 1(1) gelatin Gly-Pro-lle*CIy 6 76"-Asn« r Val*GIy-Ala 30 

JL Rata 1(0 gelatin 'Gry-Pro-HyI-GIy MJ -Scr 68 6*Arg-Gly-A!a 30 

M Bovine type I collagen (« I ) Gly-Pro-Gln-GIyns^-llend-Ala-Gly-GIn 22 

%J Bovine type I collagen (c*2) Gly-Pro-Gln-Gly7 7 5^LeUT7r^u-01y-Ala 22 

yj Human aggrecan Ile-Pro-Glu-Asnj^—Phc^z-Phe-Gly-Vat 89 

f\ Human galectin-3 Pro-Pro-Gly-Ala42-*Tyr 6r His-Gly-Ala 90 

5 Human cartilage link * Arg-Ala-lle-His, 6 — ne, r Gin-Ala-Glu 87 

H Human cartilage link GIy-Pro-His-Leu 2 j— Leu M *Val-Glu-AIa 87 

Human insulin-like growth factor Leu-Arg-Ala-Tyr w **LeUioo-Leu-Pro-AIa 88 
binding protein-3 
MMP-3 

Human arifcacroglobulin Gly-Pro-Glu-GIy 6T ^"-Leu«B(rArg-Val*Gly 79 

Human o r macroglobulin Arg- Val-Gly-Pheftn— Tyr^s-Glu-Scr-Asp 79 

Human at-antichymotrypsin Leu-Leu-Ser-Ala^^Lcu^-Val-Giu-Thr 91 

crprotease inhibitor Glu-Ata-ne-Projn^Mct^-Ser-ite-Pro 91 

Aotithrombin III Ile-Ala-Gly-Arg^-Serjw-Leu-Asn-Pro 9! 

Chicken ovostatin Leu- Asn-Ala*Gly 6T7 <-- Phe^rfrtr-Ala-Ser 79,92 

Human aggrecan Ife-F^ro-Glu-Asn 34 , --Phe>4rPhe-Gly-Val 93 

Substance P . Lys-Pro-Gln<}In 4 --Phe r Phe-Gly-Leu 37 

Human ProMMP-l Asp-Val-Ala-Gln ro -Phe S fVa!-Leu-Thr 43 

Human ProMMP-3 Asp-^r-Leu-Gluw^VaWMet-Arg-Lys 94 

Human ProMMP-3 Asp-Val<Jiy'Hissi^Phe 8 3*ArgThr^Phe 94 

Human PrdMMP-8 Asp-Ser-Gly-Giy7t^Phe 7 r-Mct-Leu-Thr 95 

Human ProNiMP-9 Ai^-Val-Ala^lu^^MeUrArg^ly-GIu 48 

Human ProMMP*9 Asp-Leu<yIy-Arg,7-Phe M -GIn-Thr-Phc 48 

Human nbronectin Pro-Phe-Ser-Pro 6M --Leu^ £r Val-Ala-*frir 21 
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Sequence 



Reference 



Ko^Hfcn insulin-like growth facior 


Leu-Arg-Ala-T^-Uu^^jeu-Pro-Ala 


88 


■ binding protein-3 


A la-Pro-Cl y-Asn rOT — A la , f o-Ser-Glu-Ser 


88 




Phe-Ser-Scr-Glu, 76 -Ser lT 7-Lys-Arg-Glu 


88 


Bovine a t (III collagen. N-telopcptidc 


Ala-Gly-Gly-Alanj-Glnm-Met-Gly-Val 


96 


bovine al(H) collagen. N-telopeptide 


Gln-Mct-Gly-Val, i9 -Mctiifr<jln-Gly*Pro 


96 


Bovine <xl(lX) collagen, NC2 


Met-Ala-Ala-Ser- leu-Lys-Arg-Pro 


96 


Bovine «2(tX) collagen, NC2 


^Ala-Lys-Arg-Glu 


96 


Bovine ct3(IX) collagen, NC2 


— Leu-Arg-LyvPro 


96 


Bovine a l(X\) collagen, N- 


Gln-Ala-GIn-AlaMle-Leu-Gln-Gln 


96 


telopeptide 






Human canilage link 


Arg-Ala-Ile-His^-lictrGln-Ala-GIu 


87 


Bovine insulin. B chain 


Leu-Val-Glu-Alau^Leu tr Tyr : Leu-Val 


97 


Bovine insulin, B chain 


Glu- Ala-Lcu-Tyr lft -* Leu !r Val-Cys-Gly 


21,97 


MMP-7 






Human aggrecan 


ne-Pro-Glu-Asn^t-Phewr^c-Giy-Val 


89 


Human canilage link " 


Gly-Pro-His-Lcu 55 -Leu26*VaI-Glu-Ala 


87 


Human prourokuiase 


Pro-Pro-G!u-Glu M j— Leu,«-Lys-Phe-Gln. 


98 


MMP-9 






Human type V collagen (a 1 ) 


Gly-Pro-Pro-Gly4j»-Val44<r v aK}ly-Pro. 


99 


Human type V collagen (a2) 


Gly-Pro-Pro*Gly«j^Lcu44«-ATg-Gly-Giu 


99 


Human type XI collagen (al) 


Gly-Prc-Gly-GIy 4J ,-ValMo-Val*Gly-Pro 


99 


Human aggrecan 


ne-Pro-Glu-Asn 34 i -Phe^rPhe-CIy-Val 


89 


Human galectin-3 


Pro-Pro-Gly-Ala 62 -Tyr 6) -His-Gty-Ala 


90 


Human cartilage link 


Ar£-AU-ne-His )6 -Uet7-Gln-Ala-Glu 


87 


MMP-1Q 






Human cartilage link 


Arg-Ala-l!e'Hts lfr — ne tr Gln-Ala-GIu 


87 


Hu man cartilage link 


Gly-Pro-His-Leu 31 -Leu J6 -Val-GIu-Ala 


87 



5; % 

ii 




hi 

n + 



it 




